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Background

Fascioliasis is a disease caused by Fasciola hepatica, which infects livestock and humans and thus poses a substantial threat to food security
and human health 1. The overdependence on triclabendazole (TCBZ) for the control and management of fascioliasis has led to the
establishment of TCBZ-resistant F. hepatica 2. Recent work has identified a major locus and the gene content likely conferring TCBZ resistance
3], Hence, there is a need to further confirm potential TCBZ resistance targets, particularly at the protein level.

Aim

The current study aims to utilize an in-depth proteomic approach to confirm the protein profiles from isolates of F. hepatica varying in their
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