Subclinical Plasmodium falciparum infections are missed by
routine diagnostic methods in school-age Gambian children
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Study methods | During the December — January dry season, 1,650 children ages 8-15 were surveyed from 29 villages in the Upper River Region of The
Gambia, the region of the country with the highest prevalence of P. falciparum?. Children were in good general health, and were afebrile. Blood was collected
via finger prick and tested for P. falciparum by RDT and microscopy; retrospectively, all samples were also screened using varATS gPCR. In total, 1381/1650
children were screened by all of these methods. Additionally, 18S rRNA nested PCR results were also available for the first 788 children screened. These
data were used to assess levels of subclinical P. falciparum infections circulating during the dry season. Additionally, diagnostic methods could be compared
for their ability to accurately detect and diagnose these subclinical infections.
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village. Parasite density in in parasites/uL was estimated using a 10-fold dilution in asymptomatic children | Using varATS qPCR as the gold standard,
standard curve of the NIBSC/WHO International Standard (NIBSC code 04/176). microscopy and RDT had sensitivities of only 10.6% and 9.2%, respectively,
Average parasite density detected in the cohort was low (median 3.2 varying significantly by parasite density. The highest density infections were
parasites/uL, IQR 1.1 — 19.1). detected by all methods, whilst missed infections were significantly lower
density (p<0.0001), demonstrating the limitations of these two commonly-used
40— .t diagnostic techniques for asymptomatic screening.
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