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3.1 Results
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Figure 2: Gene Z-score for differentially expressed genes with false discovery rate
< 0.01 at different time points during mosquito midgut development. Black boxes
Indicate time points at which major transcriptome shifts are observed.
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4. Conclusion & future work

Mosquito stages of the Plasmodium parasite are promising targets to block malaria
transmission. However, identifying targets for vaccines is needed which requires
insight into the gene regulatory networks at these stages which is poorly
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We have shown that changes in gene expression are observed immediately post-
fertilisation and identified 8 gene clusters with distinct expression patterns.

Integration of these data with existing genomic accessibility data and transcription
factor occupancy profiles will further elucidate gene regulatory dynamics at the
initial mosquito midgut transmission stages.




