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Chicken coccidiosis - enteritis caused by intracellular parasites of the genus Eimeria.
Economic losses to the poultry industry estimated in £10.4 billion worldwide
annually (1).
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Figure 1. - Model for effector protein secretion by T. gondii tachyzoites into the R esu Its
host cell, illustrated in the context of Toxoplasma invasion (Rastogi et al., 2019). c o “ c I u si 0 “ s
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